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短期課程-生醫資訊應用
時間：103年7月18日（星期五）
地點：國立交通大學電子資訊研究大樓第一會議室
議程：
	           七月十八日（星期五）

	時     間
	活動內容

	08:30~09:00
	報   到

	09:00~10:30
	Next Generation Sequencing Analysis in the Cloud

主講人：交通大學生物科技系/洪瑞鴻教授

	10:30~10:40
	Coffee Break

	10:40~12:00
	Next Generation Sequencing Analysis in the Cloud
主講人：交通大學生物科技系/洪瑞鴻教授

	12:00~13:00
	Lunch

	13:00~14:30
	Feature Selection Approaches for Biomedical Data
主講人：陽明大學生醫資訊所/鍾翊方教授

	14:30~14:40
	Coffee Break

	14:40~16:00
	Feature Selection Approaches for Biomedical Data
主講人：陽明大學生醫資訊所/鍾翊方教授


Next Generation Sequencing Analysis in the Cloud
洪瑞鴻教授
交通大學生物科技系
The Next Generation Sequencing (NGS) technology greatly reduces the cost of doing genome scale sequencing, which allows researchers to systematically understand the biological mechanisms at the molecular level. However, on the other hand, the tremendous amount of data generated by NGS also greatly increases the cost of doing bioinformatics analyses. It is not rare to see an NGS project generates over terabytes of data, and the conventional bioinformatics methods, which were originally designed for running on desktop workstations, have been excessively overloaded by storing, compressing, and analyzing data in such a scale. It has been widely recognized by the NGS society that we have to embrace the power of cloud computing and storage to efficiently utilize the virtualized computation and storage units on the cloud. In this talk, I will go through the history of the development of sequencing technology and introduce the application and challenge in the near future.
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Jui-Hung Hung, Ph.D., has been a member of the National Chiao-Tung University since 2012. He received his B.S. degree (2005) in Computer Science from National Central University, M.S. degree (advisor: Hsian-Da Huang, 2007) in Bioinformatics from National Chiao Tung University, and Ph.D. degree (advisor: Charles DeLisi, 2011) in Bioinformatics from Boston University.

With post-doctoral experience with Dr. Zhiping Weng at University of Massachusetts Medical School, Hung conducted research in various topics of bioinformatics, especially the Next Generation Sequencing (NGS) analysis and bioinformatics algorithm design for parallel computing. His lab focuses on constructing an integrated cloud computing platform of NGS analysis and applying it to discover gems hiding under terabytes of sequences.
Feature Selection Approaches for Biomedical Data
鍾翊方教授
陽明大學生醫資訊所
The present era of biological sciences has been witnessing the generation of a huge amount of data in different forms such as gene expression profiles, functional MRIs, protein sequences, next generation sequencing, and many others. Because of the size and complexity of this data, it usually requires specialized modeling and analysis tools. Computational intelligence tools, such as fuzzy logic, neural networks, and evolutionary computing, have been increasingly used in modeling and analysis of such data. In addition, when processing such biological data there are always many indifferent and derogatory features, which usually demand additional data acquisition time and expenses, more design time, more decision making time, and other increased expenditures in cost, time and effort. Hence reducing the dimensionality, if possible, is always desirable through feature selection. In this presentation, I will introduce how to integrate the processes of feature selection and machine learning. Also, in this talk, the effectiveness of these approaches will be demonstrated by using several biomedical examples.
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